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Collaboration between
ABGP and CGIL

e Joint Research — Beef and Dairy

— Publications

 Funding — Joint projects Provincially and
Nationally

* |International Collaboration



International Collaboration
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Research and Implementation of Genomic
Selection in Dairy Cattle in Canada

Collaborative work:

‘ CGIL
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Quantitative Genetics

Genomic Selection and use of 50,000 SNP has
compounded the Quantitative and Statistical
Genetics requirements for livestock
Improvement

World-wide shortage of expertise
Historical Strength at CGIL
Opportunities to partner




Deficit of Quantitative Talent

 The supply of well-trained quantitative
biologists for roles in both academia and
industry is not meeting demand. In the past
12 months, 105 positions for quantitative
scientists (with a further 69 for genomic
scientists and 57 for animal breeders) were
advertised in the field of animal genomics
(http://www.animalgenome.org/community/
discuss.html).



Genomic Selection

e Now implemented in Canada for Dairy Cattle.

* Quantitative requirements will continue to
expand

— 500,000+ SNP Chips, Complete Sequence
— Non-additive genetic effects
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Addressing the Phenomic Gap

* Not met at any one institution

e Combining resources
— Example Feed Efficiency
— Beef Cluster Application

e Building a National Resource



Beef Information Nucleus

 Working model developed in Australia

* Need to coordinate Pan-Canadian effort linked
with USDA
— University Facilities
— Provincial Governments and AAFC
— Breed Associations
— Breeding and Genomics Companies



Summary

Strong existing collaboration

Coordinated Canadian effort yields
international opportunities

CGIL complements ABGP program expertise in
required quantitative skills

Require Centre umbrella to coordinate pan-
Canadian effort to bridge the phenomic gap
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